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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number. 
Source: 

Date Processed by STIC: 



U 6/ X 



/, 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PI EASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

WClSn^^ of this PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPLICANT, WITH A NOTICE TO COMPLY or, 
2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT WITH A 

NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: pafinll heln(g),usDto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3heln@usntQ.gov or phone 703-306-4 11 9 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE SEE BELOW 



Checker Version 3.0 

Tlic Checker Version 3 0 application is a sUitc-ot the-art Windows based software program 
employing a logical and intuitive uscr-intcrtace to check whether a sequence hsting is in 
compliance with format and content rules Checker Version 3 0 works for sequence listings 
generated for the original version of 37 CFR §§1 821-1 825 effective October I, 1990 (old 
rules) and the revised version (new mies) effective Julv I, 1998 as well as World Intellectual 
Property Organization (WlPO) Standard S T 2 5 

Checker Version 3 0 replaces the previous DOS-based version of Checker, and is Y2K- 



( - hockpr Version 3.0 can l.o (lo ^n.hjaded '"m, the J SiriO "el'^lULat.lI.eJoMovN a.id. rs.: 

i,tt->- \, XI ii^iit(» <'n\ 'wch'ofrice^'pac/ciiecker 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: ' 'U'^^ /j'? / 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleics The number/text at the end of each line '^v^apped" doun to the next hnc. TTiis may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating it Please adjust your right margin to .3; this will 
prevent "wrapping." 

2 Invalid Line Length 'Hie rules require that a line not exceed 72 ch^iracters m length. 'Hiis includes white spaces. 



3 Misaligned Amino The numbering under each 5"^ amino acid is misaligned. Do not use tab codes between numbers. 

Numbering use space characters, instead. 

4 N on- A SC II Tl ic ^ ubi ru tied fil c was n o t sa vcd in A SC !!( IX)S ) t cxl . :ls rc q u i rc d by the Sequ c ncc Ru ] Plo a s o 

ensure your subsequent submission is saved in ASCII text 

5 Vanable Length Sequencc(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present tJie maximum number of each 
residue having variable Icngtli and indicate in the <220>-<223> section tliat some may be missing. 

6 Patentin 2.0 A "bug" in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

''bug" sequences(s) . Nonnally, Patentin would automatically generate tliis section from tiie 

previously coded nucleic acid sequence. Please miinually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

7 Skipped Sequences Sequence(s) missing If intentional, please insert the Ibllowmg lines for each skipjxrd sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CILM^CTCRISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIP'nON:SEQ ID NO X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(li) NUMBER OF SEQUENCES:" response to include tlic skipped sequences. 

8 Skipjxd Sequences Sequence(s) missing. If intentional, please mscrt the following lines for each skipped sequence. 

(NEW RULES) <2 1 0> sequence id number 
<400> sequence id number 

000 

9 Use of n's or X;ui's Use of n's and/or Xaa's have lx:cn detected in the Sequence Listing 

' (NI{W RUL1{S) Per 1.823 of Sequence Rules, ilsc of <220>-<223> is MANDATORY if n's or Xaa's ;ire present. 

In <220> to <223> section, ple<isc explain location of n or Xaa, and which residue n or Xaa rc^)resents 

10 Invalid <213> Per 1.823 of Sequence Rules, the only \'alid <21 3> resjwnscs are: Unknowii, Artificial Sequence, or 

Response scientific name (Genus/species ) <220>-<223> section is required when <2 1 3> response is Unknown or 

IS Artificial Sequence 

Use of <220> SequaKe(s) missing the <220> ''I-eature" and associated numcnc identifiers and resixinj^s 

Use of <220> to <223> is MANDATORY if <213> "Organisin ' resp<Mise is "Artificial Sequence" or 

Plrasr t'N-^i-in '^'vir-r,^ (^f rfnrt]i- 'T^:)tfn:il in -'?20> to <'??"^^ section 



lislingj Instead, please \-\\c Maiutgc: o\ ajA iiuuiual imciil:, Iiic to J; 

AMC - Hiotechnologv Sv.stems Branch ( )(V()4/:rK) 1 
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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/932,451 



DATE: 08/27/2001 
TIME: 13:14:40 



Input Set : A: \0800- 0026 , txt 

Output Set: N:\CRF3\08272001\I932451.raw 



lc-> 

C--> 



3 
4 
5 
6 
7 
9 
10 
12 
14 
15 
17 
18 

20 
o 

24 
25 
26 
27 
29 
30 
32 
33 
34 
36 
37 
38 
39 
4 1 
4 2 
4 3 
4S 
4 6 
4 7 

4 9 
.5 0 
51 

5 3 
5 4 
5 5 



<110> APPLICANT: OZAWA, Keiya 
SHIMPO, Masahisa 
IKEDA, Uichi 
MAEDA; Yoshikazu 
SHIMADA, Kazuyuki 

<120> TITLE OF INVENTION: ADENO -ASSOCIATED VI RUS -MEDIATED DELIVERY OF ANGIOGENIC 
FACTORS 

<130> FILE REFERENCE: 0800-0026 

<140> CURRENT APPLICATION NUMBER: US/09/932,451 
<I41> CURRENT FILING DATE: 2001-08-17 

<150> PRIOR APPLICATION NUMBER: 60/226,056 

<151> PRIOR FILING DATE: 2000-08-17 

<160> NUMBER OF SEQ ID NOS : 2 

<170> SOFTWARE: Patentin Ver . 2.0 

<210> SEQ ID NO: 1 

<211> LENGTH: 576 

<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 
<223> OTHER INFORMATION: 
<220> FEATURE: 



Description of Artificial Sequence: VEGF-165 



<221> NAME/KEY 
<222> LOCATION 
<400> SEQUENCE 



CDS 

( 1) . . ( 576 ) 
1 

atg aac ttt ctg ctg tct tgg gtg cat tgg age ctt gcc ttg ctg etc 48 
Met Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu 

15 10 15 

tac etc cac cat gcc aag tgg tec cag get gca ccc atg gca gaa gga 96 
Tyr Leu His His ALa Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly 

20 25 30 

qtja ggg cag aat cat. cac gaa qt.g gtq aag ttc atg gat gtc tat caq 144 
Gly Gly Gin Asn His His Glu Va i Va i Lys Phe Met Asp Val Tyr r,\i\ 

3 5 4 0 4 5 

cgc age tac tgc cat cca ate gag ace ctg gtg gac ate ttc cag gag 192 
Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp lie Phe Gin Glu 

50 55 60 

tac ect gat gag ate gag tac ate ttc aag cca tee tgt gtg ccc ctg 240 
Tyr Pro Asp Glu lie Glu Tyr Tie Phe Lys Pro Ser Cys Val Pro Leu 
65 70 75 80 



i I } [{''•■) 1 ] i j 

f>5 {^aa ggc r^ac^ c^ac atd g(|a qaq at.g age t t eta cag r:ac aar^ aaa tgt 
f^f^ Gin Glv Oln His ]\n G]n lAnt Snr Phf- I.^mi f^ln fri s Asn T vs ^''/s 



^84 



lilo: C: CRV} OutholJ VsrI9324S I Jum 



S 27 01 
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RAW SEQUENCE LISTING DATE: 08/27/2001 

PATENT APPEICATTON: US/09/932,451 TIME: 13:14:40 

Input Set : A:\0800-0026.txt 

Output Set: N:\CRF3\0 8272001\I9324 51.raw 



432 





f> 7 
u / 


115 










120 










12 5 










6 9 


gaa tgc aga 


cca 


aa g 


aaa 


gat 


aga 


g c a 


aga 


c a a 


gaa 


aa t 


c c e 


tgt 


y y y 






Glu Cys Arg 


Pro 


Lys 


Lys 


Asp 


Arg 


Ala 


Arg 


n 1 n 


n 1 11 


Asn 


tr 1. kJ 


y o 


\j X y 




71 


130 








13 5 










14 0 












73 


cct tgc tea 


gag 


egg 


aga 


aag 


cat 


ttg 


ttt 


g t a 


caa 


gat 


eeg 


cag 


aeg 




7 4 


Pro Cys Ser 


Glu 


Arg 


Arg 


Lys 


His 


Leu 


Phe 


Val 


Gin 


Asp 


Pro 


Gin 


Thr 




7 5 


145 






150 










15 5 










160 




7 7 


tgt aaa tgt 


tec 


tgc 


aaa 


aac 


aca 


gac 


ten 




rr r* 


aag 




agg 


cag 




7 ft 
/ o 


Cys Lys Cys 


Ser 


Cys 


Lys 


Asn 


Thr 


Asp 


Ser 


Arg 




1j y o 


Ala 


Arg 


Gin 




7 Q 






165 










17 0 










175 






ft T 

O X 


ctt gag tta 


aac 


gaa 


cgt 


act 


tgc 


aga 


rgr 


gac 


aag 


c eg 


agg 


egg 


tga 




ft ) 


Leu Glu Leu 


Asn 


Glu 


Arg 


Thr 


Cys 


Arg 




Asp 


Lys 


D 

r L 


Arg 


Arg 






ft \ 




180 










185 










-L y \J 








o c 


<210> SEQ ID NO 


2 


























87 


<211> LENGTK 


: 191 


























88 


<212> TYPE: 


PRT 












A 




A 












89 


<213> ORGANISM: 


Artificial Sequence 














w--> 


91 


<2 20> FEATURE: 


























w--> 


91 


<223> OTHER 


INFORMATION: 




. y c 


A 














91 


<400> SEQUENCE: 


2 


























92 


Met Asn Phe 


Leu 


Leu 


Ser 


Trp 


Val 


His 


Trp 


Ser 


Leu 


Ala 


Leu 


Leu 


Leu 




9 3 


1 




5 










10 










15 






95 


Tyr Leu His 


His 


Ala 


Lys 


Trp 


Ser 


Gin 


Ala 


Ala 


Pro 


Met 


Ala 


Glu 


Gly 




96 




20 










25 










30 








98 


Gly Gly Gin 


Asn 


His 


His 


Glu 


Val 


Val 


Lys 


Phe 


Met 


Asp 


Val 


Tyr 


Gin 




99 


35 










40 










45 









480 



528 



576 



101 Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp lie Phe Gin Glu 

102 50 55 60 

104 Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys Pro Ser Cys Val Pro Leu 

105 65 70 75 80 

107 Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 

108 85 90 95 

110 Thr Glu Glu Ser Asn lie Thr Met Gin Tie Met Arg Tie Lys Pro His 

111 100 105 110 

113 Gin Gly Gin His lie Gly Glu Met Ser Pho Leu Gin HLs Asn Lys Cys 
1 1. 4 115 12 0 12 5 

116 Glu ("ys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Asn Pro Cys GLy 

117 130 135 140 

119 Pro (:ys Ser (^lu Arg Arg Lys His Leu Phe Val Gin Asp Pro Gin Thr 

120 145 150 155 160 

122 Cys Lys Cys Ser Cys Lys Asn Thr Asp Ser Arg Cys Lys Ala Arg Gin 

123 165 170 175 

125 Lou GLu Leu Asn Glu Arg Thr Cys Arg Cys Asp Lys Pro Arg Arg 

126 180 185 190 



tile: C: CR\ } OutholJ \\rI9324S 1 .htni 
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VERIFICATION SUMMARY DATE: 08/27/2001 

PATENT APPLICATION: US/09/932,4 51 TIME: 13:14:41 

Input Set : A:\0800-0026.txt 

Output Set: N:\CRF3\08272001\I932451.raw 

L:14 M:270 C: Current Application Number differs, Replaced Application Number 

L:15 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:91 M:258 W: Mandatory Feature missing, <220> FEATURE: 

L:91 M:258 W: Mandatory Feature missing, <223> OTHER INFORMATION: 



file: C: CR\'} Outhokl \ srI93:4S 1 .htm 
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